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INPUT SET: S25005.raw 
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(i) APPLICANT: Weeks, Donald P. 

Wang, Xiao-Zhuo 
Herman, Patricia L. 


(ii) TITLE OF INVENTION: "METHODS AND MATERIALS FOR MAKING AND 

USING TRANSGENIC DICAMBA- DEGRADING ORGANISMS" 

( iii ) NUMBER OF SEQUENCES: 6 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Sheridan Ross P.C. 

(B) STREET: 1700 Lincoln St,, Suite 3500 

(C) CITY: Denver 

(D) STATE: Colorado 

(E) COUNTRY: USA 

(F) ZIP: 80203 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(C) CLASSIFICATION: 

( vii ) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 60/042,666 

(B) FILING DATE: 04-APR-1997 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 60/042,941 

(B) FILING DATE: 04-APR-1997 

( viii ) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Crook, Wannell M. 

(B) REGISTRATION NUMBER: 31,071 

(C) REFERENCE/DOCKET NUMBER: 3553-18 

(ix) TELECOMMUNICATION INFORMATION: 


PAGE: 2 



RAW SEQUENCE LISTING DATE: 04/16/98 

patent Application us / 09 / 055,145 time: i3:47:is 
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INPUT SET: S25005.raw 

(A) TELEPHONE: (303) 863-9700 

(B) TELEFAX: (303) 863-0223 


(2) INFORMATION FOR SEQ ID NO:l: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 


(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: 28 

(D) OTHER INFORMATION: /note= "Best guess for Xaa = Asp or 

Thr" 

(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: 29 

(D) OTHER INFORMATION: /note= "Best guess for Xaa = Pro" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

Thr Phe Val Arg Asn Ala Trp Tyr Val Ala Ala Leu Pro Glu Glu Leu 
15 10 15 

Ser Glu Lys Pro Leu Gly Arg Thr lie Leu Asp Xaa Xaa 
20 25 

(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 


(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: 8 

(D) OTHER INFORMATION: /note= "Best guess for Xaa = Cys" 


(ix) FEATURE: 

(A) NAME/KEY: Region 
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RAW SEQUENCE LISTING DATE: 04/16/98 

PATENT APPLICATION US/09/055, 145 TIME: 13:47:17 

INPUT SET: S2 5005. raw 

(B) LOCATION: 11 

(D) OTHER INFORMATION: /note= "Best guess for Xaa = Cys" 

(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: 16 

(D) OTHER INFORMATION: /note= "Best guess for Xaa = Cys" 

(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: 20 

(D) OTHER INFORMATION: /note= "Best guess for Xaa = Cys" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Thr Tyr Val Val Thr Asp Ala Xaa lie Lys Xaa Lys Tyr Met Asp Xaa 
15 10 15 

Val Glu Val Xaa 
20 

(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1020 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1..1020 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

ATG ACC TTC GTC CGC AAT GCC TGG TAT GTG GCG GCG CTG CCC GAG GAA 48 

Met Thr Phe Val Arg Asn Ala Trp Tyr Val Ala Ala Leu Pro Glu Glu 

15 10 15 

CTG TCC GAA AAG CCG CTC GGC CGG ACG ATT CTC GAC ACA CCG CTC GCG 96 

Leu Ser Glu Lys Pro Leu Gly Arg Thr lie Leu Asp Thr Pro Leu Ala 

20 25 30 

CTC TAC CGC CAG CCC GAC GGT GTG GTC GCG GCG CTG CTC GAC ATC TGT 144 

Leu Tyr Arg Gin Pro Asp Gly Val Val Ala Ala Leu Leu Asp lie Cys 

35 40 45 

CCG CAC CGC TTC GCG CCG CTG AGC GAC GGC ATC CTC GTC AAC GGC CAT 


192 
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Error 
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TIME: 13:47:22 
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Stop Codon at end of sequence removed - no error 
Stop Codon at end of sequence removed - no error 


